Table B.  Twenty-three novel spermatogonially expressed, germ-cell-specific genes in mouse, and their human orthologs

Mouse genes

Human orthologs42 

Gene symbol
Gene name
Expression
Chr
GenBank no.
Comments
Gene symbol
Chr
GenBank no.

Fthl17
Ferritin heavy polypeptide-like 17
testis
X
AF285569
Ferritin, functioning in iron metabolism, consists of 24 heavy and light chains43
FTHL17
X
AF285592

Usp26
Ubiquitin specific protease 26
testis
X
AF285570
Predicted protein contains His and Cys domains conserved among deubiquitinating enzymes44 
USP26
X
AF285593

Tktl1
Transketolase-like 1
testis
X
AF285571
Homologous to human transketolase TKTL1 (45)




Tex11
Testis expressed gene 11
testis
X
AF285572
Novel 947-residue protein
TEX11
X
AF285594

Tex16
Testis expressed gene 16
testis
X
AF285573
Novel 1139-residue protein; rich in serine




Taf2q
TBP-associated factor, RNA polymerase II, Q
testis
X
AF285574
Human autosomal homolog TAF2F encodes a component of TFIID46
TAF2Q
X
AF285595

Pramel3
PRAME (human)-like 3
testis
X
AY004873
Homologous to human PRAME, encoding a melanoma antigen recognized by cytotoxic T cells47




Nxf2
Nuclear RNA export factor 2
testis
X
AF285575
Homologous to Mex67p, NXF1 and NXF2, encoding nuclear RNA export factors48-51
NXF2
X
AF285596

Tex13
Testis expressed gene 13
testis
X
AF285576
Novel 186-residue protein; two closely related homologs on human X chromosome
TEX13A TEX13B
X

X
AF285597 AF285598

Pramel1
PRAME (human)-like 1
testis
4
AF285578
Homologous to human PRAME




Tex17
Testis expressed gene 17
testis
4
AF285579
Novel 120-residue protein; calculated pI 9.9




Stk31
Serine/threonine kinase 31
testis
6
AF285580
Putative protein kinase52 with tudor domain (found in RNA-interacting proteins)53 and coiled coil region
STK31
7
AF285599

Rnh2
Ribonuclease inhibitor 2
testis
7
AF285581
Predicted protein contains 6 leucine-rich repeats54




Tex12
Testis expressed gene 12
testis
9
AF285582
Novel 123-residue protein with coiled coil region
TEX12
11
AF285600

Tex18
Testis expressed gene 18
testis
10
AF285583
Novel 80-residue protein




Tex14
Testis expressed gene 14
testis
11
AF285584
Predicted protein contains two protein kinase domains52
TEX14
17
AF285601

Rnf17
Ring finger protein 17 
testis
14
AF285585
A RING finger-containing protein55
RNF17 
13
AF285602 AF285603

Piwil2
piwi (drosophila)-like 2
testis
14
AF285586
Homologous to Drosophila piwi, involved in germ-line stem cell renewal and meiotic drive56,57




Mov10l1
Mov10 (mouse)-like 1
testis
15
AF285587
Putative RNA helicase58
MOV10L1
22
AF285604

Tex20
Testis expressed gene 20
testis and ovary
2
AF285588
Novel 188-residue protein; calculated pI 10.2




Tex15
Testis expressed gene 15
testis and ovary
8
AF285589
Novel 2785-residue protein
TEX15
8
AF285605

Tex19
Testis expressed gene 19
testis and ovary
11
AF285590
Novel 351-residue protein with coiled coil region




Tdrd1
Tudor domain protein 1
testis and ovary
19
AF285591
Predicted protein contains 4 tudor domains53
TDRD1
10
AF285606
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