Table A. Thirteen previously reported mouse genes that are expressed in spermatogonia but not in somatic tissues

Gene
Expression
Chromosome
References

Mage
Testis 
X
31

Ube1y
Testis 
Y
32

Usp9y
Testis 
Y
33

Rbmy
Testis 
Y
8

Tuba3/Tuba7
Testis 
6
34

Stra8
Testis 
6
35

Ott
Testis and ovary
X
36

Sycp2
Testis and ovary
2
37

Sycp1
Testis and ovary
3
38

Figla
Testis and ovary
6
39

Sycp3
Testis and ovary
10
40

Ddx4
Testis and ovary
13
41

Dazl
Testis and ovary
17
6,7
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