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Supplementary Figure 3. Distribution of sY586 genotypes (see Discussion, below) across the genealogical tree of the human MSY. a, The number of Y
chromosomes with each sY586 genotype observed at each terminal branch of the tree. b, MSY genealogical tree and haplotypes as in Supplementary Figure 1.
The common ancestor of all extant human Y chromosomes is inferred to have had the C/T genotype.

&
L

& C\Q\*Q # modern Y chromosomes observed

¢

a C/IT 3113 1 2 321222 1 31 13 22 372122 2 22133351 2 2
C 2 2 2 2221

b

M34 M117

M58 M123 M78 M81 M92 M134 pSRY373 USP9Y+3636 SRY10831

|

DYS271 M35 Me7 M12 M122 M119 M95 M76 M124 M3 M173

\_'_1 ll{ J

M118 75 YAPPN2 M172 82 M175 USP9Y+3178 M20 M4 M45

7—‘ 4l_'_1 \_'7 7—‘ l l N | | |

M13 51 Mo6 M170 p12f M69 M9

|

YAP RPS4Y711 M89

SRYL0831

Inferred ancestral sY586 genotype

T CIT

Discussion. sY586 is an STS that amplifies a site of sequence variation that occurs in the arms of palindromes P1 and P2 (four copies total; Saxena et. al,
2000; Kuroda-Kawaguchi et al., 2001). In the MSY reference sequence and in clones from a second Y chromosome, 3 copies of sY586 have C at the variant
site, while one copy has a T, resulting in a C/T genotype. One might expect that homogenization from a C/T genotype to a T genotype (T at all 4 copies of
sY586) would be rare, because production of this genotype from a chromosome with C at 3 copies of sY586 and a T at one copy would require 3 gene-
conversion events. Conversely, change to a C genotype (C at all 4 copies) would require only a single gene conversion, and might be frequent. The distribution
of sY586 genotypes shown here displays the expected pattern: the C/T genotype occurs in most haplotypes, the C genotype also occurs in several haplotypes,
while the T genotype has not been observed.
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