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through balance between recurrent mutation and haploid selection

Supplementary Table 6. References for polymorphisms defining the Y haplotypes and
genealogy in Figure 4 (main text), Supplementary Tables 14, Supplementary Table 7 and
Supplementary Figure 1.

Polymorphism Reference Polymorphism Reference
DY S257 1 M50 5
DYS271 (M2) 2 M51 3
M109 3 M58 3
M112 3 M60 5
M116 3 M64 5
M117 3 M67 5
M118 3 M69 5
M119 3 M75 5
M12 4 M76 3
M122 3 M78 3
M123 3 M81 5
M124 3 M82 5
M13 4 M89 5
M134 3 M9 4
M14 4 MOl 5
M144 5 M92 5
M168 5 M95 5
M170 5 M96 3
M172 5 pl2f 7, assayed asinref. 8
M173 5 RPAY 711 9
M175 5 Tat 10
M20 4 SRY 10831 11
M3 6 USPIY +3178 12
M32 3 USP9Y +3636 12
M35 3 YAP 13
M4 4
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