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Supplementary Table S1. Human TAF7L PCR primer sequences
	Exon No.
	Forward primer
	Reverse primer

	2
	TCTAGTGAGGATTATGGGCAA
	TAACAGAACATGATTCCTGGG

	3
	ACATTTGGGAGGTGTAAAGTT
	GCATGAGTCCATCAAGTCAGA

	4
	GAGAGATAGTAGGTTTCTTGG
	CCTGTGCAGTCAATCTGGAA

	5
	GGTTTTCTGGAAATGGCAAGT
	CAGCTGACGTGACTCCTCTT

	6
	ATTCCCAACTGACTTTTTCTCT
	ACCCTTTGGTTTATAGCATGA

	7
	TGAACACAGTTGCCTTGGCT
	TAGTGAATCAAACCCAGTGTAT

	8
	CAGAATTTAAAGAGGCCTAACA
	ATGGAAAATGATCTGATACCCA

	9
	CAGAATTTAAAGAGGCCTAACA
	ATGGAAAATGATCTGATACCCA

	10
	CTGGGGAATGTGAAAGGAGT
	ACAAGAACCCTGCACAGAGA

	11
	CTGGGGAATGTGAAAGGAGT
	ACAAGAACCCTGCACAGAGA

	12
	TTCCACCCTGCTACCTTCAT
	TATTTGCCAAACTCCTTGCCT

	13
	TCTAGATCAAGTAATGGGACC
	CATGGTCGAGTGGGGTCTTT




Supplementary Table S2. Mouse Taf7l PCR primer sequences
	Primer
	Forward Primer
	Reverse Primer
	Application

	Taf7l-KI
	GTGAGATGTGGTCTCATCTATCCC
	TTAATGAGAGTCATTATAAATGGC
	Genotyping

	Taf7l-Mut
	TCATTGAAGAGATTGCCTGTCTCAC
	GGCAAATGGGGAGCATCAGTCTGT
	PCR

	Taf7l-Q
	AGCCCCCGTTATTCCTGAAG
	CCTCGGGTGTCACAAGTGT
	qRT-PCR

	36B4-Q
	GCAGATCGGGTACCCAACTGTTG
	CAGCAGCCGCAAATGCAGATG
	qRT-PCR




Supplementary Table S3. CASA analysis of sperm from WT and Taf7l D144G/Y mice (xs)
	Genotype
	n
	Motility
 (%) 
	 VAP
(μm/s) 
	VSL
(μm/s) 
	VCL
(μm/s) 
	ALH
(μm)
	BCF
(HZ)  
	STR
 (%)
	 LIN
(%)

	
WT
	
7
	64.50 8.90
	72.45
5.18
	41.98
5.70
	144.11
6.58
	12.76
0.59

	36.96
3.52
	53.58
3.50
	27.92
2.37

	
Taf7lD144G/Y
	
6
	66.31
3.71
	75.65
11.34
	44.51
6.21
	149.99
20.41
	12.84
2.11
	34.60
3.79
	55.62
5.35
	28.93
3.07



x s represent means  standard deviations.
Sperm motility parameters: VAP, averaged path velocity; VSL, straight-line velocity; VCL, curvilinear velocity; ALH, amplitude of lateral head displacement; BCF, beat/cross frequency; STR, straightness; LIN, LIN, linearity


Supplementary Table S4. rST RT-qPCR primer sequences
	Gene
	Forward Primer
	Reverse Primer
	Application

	Tnp1
	ACCAGCCGCAAGCTAAAGAC
	TTTCCTACTTTTCAGGACGCTC
	qRT-PCR

	Cypt14
	TGCACGAGCAACATCCAAG
	TCACCACAACTTTTGCAGCATA
	qRT-PCR

	Arl15
	GACTTGGTTTGCATAGGTCTCA
	ACATTCAAAACGGCATTCTGGA
	qRT-PCR

	Ccl8
	TCTACGCAGTGCTTCTTTGCC
	AAGGGGGATCTTCAGCTTTAGTA
	qRT-PCR

	Hsd3b1
	TGGACAAAGTATTCCGACCAGA
	GGCACACTTGCTTGAACACAG
	qRT-PCR

	Atf3
	GAGGATTTTGCTAACCTGACACC
	TTGACGGTAACTGACTCCAGC
	qRT-PCR

	Ptgds
	TGCAGCCCAACTTTCAACAAG
	TGGTCTCACACTGGTTTTTCCT
	qRT-PCR

	Pcdha7
	CAGTTGACGGTTAGTTCCTTGT
	CATTGGCACCGGAATCACG
	qRT-PCR

	Pcdha5
	ACGACAACCCGCCTAAATTCT
	CTGCATTGGCTCCTATATCCAAA
	qRT-PCR

	Znrd2
	GCCTTGAACGGTGCAGATG
	GACGGGAGATGCGATCCTG
	qRT-PCR
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