Table S4

Y chromosome gene content of two pseudoisoYp chromosomes.

Copy number per gene
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Reference 1 1 1 1 1 1 3 1 1 1 1 1 1 1 2 1 2 4 2 1 1 1 1 1 6 2 3 4
WHT5557 2 02 2 2 2 2 3 2 2 2 1 1 2 1 2 2 2 1 1 1 1 2 0 0 0
AMC1574 2 02 2 2 2 2 3 2 2 2 1 1 2 1 2 4 2 1 1 1 6 2 3 4

Reference gene content is based on the euchromatic MSY sequence [1], except the average number of 7SPY copies [2].
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