Positive control: Inner arm Negative control: Spacer Breakpoint

D1a D1b R1 Dia D1b R1 R2 Dia Dib R1
D1. NA18645
R1. HG04015
R2. NA21117
Positive control: Outer arm Negative control: Inner arm Breakpoint
D1 D2 D3 D4 D5 R1R2 D1 D2 D3 D4 D5 R1 R2 D1 D2 D3 D4 D5 R1 R2
D1. HG02070
D2. NA19652
D3. NA20897
D4. NA20351
7 D5. NA11919
R1. HG03295
R2. NA21133
Positive control: Flanking Negative control: Spacer Breakpoint
D1a D1b R1 R2 D1a D1b R1 R2 D1a D1b Ri1
D1. NA19086
R1. NA20351
R2. NA11919
Positive control: Inner arm Negative control: Spacer Breakpoint
D1 (other) R1 D1 (other) R1 R2 D1 (other) R1
D1. HG02398
(other). NA20897
R1. HG02687
R2. NA20905

Supplemental Figure S14. Verification of human X-palindrome spacer deletions. PCR primers were

designed based on deletion breakpoints from split reads or, in cases where reads spanning the breakpoint

could not be found, based on the estimated deletion breakpoints from visualization of coverage depth.

Positive control: Sequence expected to be present in both reference samples and deletion samples.
Negative control: Sequence expected to be present in reference samples, and absent in deletion samples.

Breakpoint: Sequence expected to be present in deletion samples, and absent in reference samples. D =

deletion sample, R = reference sample.
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