Supplementary File 1

Sequence of the chimpanzee MSY:

Positions of the contigs and gaps are listed below.  Clones are from the CHORI-251 BAC library unless they have a “C” prefix (CHORI-1251 fosmid library) or a “P” prefix (RPCI-43 BAC library).  Gaps between contigs were filled with Ns.  Centromere is a consensus.  Small gaps within contigs were filled as follows:  There is one gap in each AZFc-like region in contigs 2 and 4, but they do not overlap.  Each gap was filled with the corresponding sequence from the other contig.  The gaps in the P5-like palindromes in contigs 1, 2, and 4 were filled with human sequence.  There are gaps in each arm of palindrome P8, but they do not overlap.  Each gap was filled with the corresponding sequence from the other palindrome arm.  The final gap is in the X-degenerate sequence and was filled with sequence from a chimpanzee Y clone from Y. Kuroki et al., Nature Genet. 38, 158 (2006).

	Sequence region
	Clones at boundaries
	Sequence used to fill gap
	End position

	Contig 1
	179K02-C6658015
	
	789869

	             P5 gap
	C6658O15-C4458M09
	Human
	798778

	Contig 1
	C4458M09-589A04
	
	2380063

	GAP
	589A04-262017
	Ns
	2430063

	Aqua palindrome 1
	262017-879F11
	
	3136935

	GAP
	879F11-329N07
	Ns
	3207365

	Contig 2
	329N07-527019
	
	3454942

	             AZFc gap
	527019-503O01
	Contig 4
	3484529

	Contig 2
	503O01-624P14
	
	5105371

	             P5 gap
	624P14-17L10
	Human
	5116703

	Contig 2
	17L10-595G08
	
	5351106

	             P5 gap
	595G08-P053D10
	Human
	5368676

	Contig 2
	P053D10-267E22
	
	7257621

	GAP
	267E22-39N14
	Ns
	7307621

	Contig 3a
	39N14-895L14
	
	7707370

	Centromere
	895L14-479G24
	Consensus
	8207370

	Contig 3b
	479G24-115P04
	
	11862578

	GAP
	115P04-518N19
	Ns
	11912578

	Contig 4
	518N19-C6348J07
	
	13365498

	              AZFc gap
	C6348J07-C4427P11
	Contig 2
	13397903

	Contig 4
	C4427P11-C6274C11
	
	13755612

	              P5 gap
	C6274C11-589G05
	Human
	13765834

	Contig 4
	589G05
	
	13967497

	              P5 gap
	589G05-550P11
	Human
	14001017

	Contig 4
	550P11-1098N21
	
	15516463

	GAP
	1098N21-401P11
	Ns
	15576682

	Aqua palindrome 2
	401P11-330K12
	
	16211835

	GAP
	330K12-C2389D12
	Ns
	16343765

	Contig 5
	C2389D12-C1825H08
	
	19226728

	X-degenerate gap
	C1825H08-C0124C12
	Kuroki et al. 2006
	19240640

	Contig 5
	C0124C12-C1187E02
	
	21722185

	P8 gap
	C1187E02-C6107M19
	Other arm
	21725213

	Contig 5
	C6107M19
	
	21752379

	P8 gap
	C6107M19-C3184H06
	Other arm
	21758190

	Contig 5
	C3184H06-490L21
	
	26454059


