
Supplementary Figure 1	Dot-plot analysis of human and chimpanzee sequence
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Supplementary Figure 1  Dot-plot comparison of X-degenerate region of chimpanzee Y chromosome (below) with 
euchromatic region of human Y chromosome (at left).  These chromosomal regions are shown schematically on the 
axes, where major features, including palindromes P4 through P8, are indicated.  Each dot within the plot represents 
100% identity with a 200bp window.  Within the dot plot, grey shading indicates blocks of uninterrupted sequence 
alignment.


